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I, CCTCTGAAGG TTCTAGAA TC GATAGTGAATTCGTGGGACG GGAAGAGGAA 
5 I GCACTGCCTT TACTTCAGTG GGAATCTCGG CCTCAGCCTG CAAGCCAAGT 
101 GTrCACAGTG AAAAAAGCAA GAGAATAAG<? TAATACTCCT GTCCTGAACA 
1 5 1 AGGCAGCGGC TCCITGGTAA AGCTACTCCT TG ATCG ATCC TITGCACCGG 
201 ATTGTTCAAA GTGGACCCCA GGGGAGAAGT CGGAGCAAAG AACTTACCAC 
25 I CAAGCAGTCC AAGAGGCCCA GAAGCA AACC TGGAGGTGAG ACCCAA AG AA 
30 1 AGCTGGA ACC ATGCTGAC1T TGTACACTGT GAGGACACAG AGTCTGTTCC 
351 TGGAAAGCCC AGTGTCAACG CAGATGAGGA AGTCGGAGGT CCCCAAATCT 
AO I GCCGTGTATG TGGGGACAAG GCCACTGGCT ATCACTTCAA TGTCATGACA 
451 TGTGAAGGAT GCAAGGGCTI" TTTCAGGAGG GCCATGAAAC GCAACGCCCG 
501 GCTGAGGTGC CCCTTCCGGA AGGGCGCCTG CGAGATCACC CGGAAGACCC 
551 GGCGACAGTG CCAGGCCTGC CGCCTGCGCA AGTGCCTGGA GAGCGGCATG 
60 1 AAGAAGGAG A TGATCATGTC CGACGAGGCC GTGGAGGAGA GGCGGGCCTT 
651 GATCAAGCGG AAGAAAAGTG AACGGACAGG GACTCAGCCA CTGGGAGTGC 
70 1 AGGGGCTGAC AGAGG AGCAG CGGATGATG A TCAGGGAGCT G ATGGACGCT 
75 i CAGATGAAAA CCTTTGACAC TACCTTCTCC CATTTCAAGA ATTTCCGGCT 
80 1 GCCAGGGGTG CTTAGCAGTG GCTGCGAGTT GCCAGAGTCT CTGCAGGCCC 
85 1 CATCGAGGGA AGAAGCTGCC AAGTGGAGCC AGGTCCGGAA AG ATCTGTGC 
901 TCTTTGAAGG TCTCTCTGCA GCTGCGGGGG GAGGATGGCA GTGTCTGGAA 
951 CTACAAACCC CCAGCCGACA GTGGCGGGAA AGAGATCTTC TCCCTGCTGC 
1001 CCC ACATGGC TGACATGTC A ACCTACATGT TC A AAGGCAT CATCAGCTTT 
105 1 GCCAAAGTCA TCTCCTACTT CAGGGACTTG CCCATCGAGG ACCAGATCTC 
1 1 0 1 CCTGCTG AAG GGGGCCGCTT TCG AGCTGTG TCA ACTGAG A TTCAAC ACAG 
1151 TGTTCA ACGC GGAGACTGGA ACCTGGGAGT GTGGCCGGCT GTCCTACTGC 
1 20 1 TTG G A AG AC A CTGCAGGTGG CTTCC AGCA A CTTCTACTGG AGCCCATGCT 
125 ! G A AATTCCAC TACATGCTGA AGAAGCTGCA GCTGCATGAG GAGGAGTATG 
1301 TGCTGATGCA GGCCATCTCC CTCTTCTCCC CAGACCGCCC AGGTGTGCTG 
1351 CAGCACCGCG TGGTGGACCA GCTGCAGGAG CAATTCGCCA TTACTCTGAA 
1 40 1 GTCCTAC ATT G AATGC A ATC GGCCCCAGCC TGCTCATAGG TTCTTGTTCC 
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145 1 TGAAGATCAT GGCTATGCTC ACCGAGCTCX: UCAGCATCAA TGCTCAGCac ■ 
1 50 1 ACCCAGCGGC TGCTGCGCAT CCAGGACATA CACCCCTTTG CTACGCCCC T 
1 55 1 C ATGCAGGAG TTGTTCGGCA TCACAGGTAG CTGAGCGGCT GCCCTTGGGT 
160 1 GACACCTCCG AGAGGCAGCC AGACCCAGAG CCCTCTGaGC CGCCACTCCC 
1 65 1 GGGCCAAGAC AGATGGACAC TGCCA AGAGC CGACAATGCC CTGCTGGCCT 
1 70 1 GTCTCCCTAG GGAATTCCTG C TATGACAGC TGGCTAGCAT TCCTCAGGA A 
1 75 I GGACATGGGT GCCCCCC ACC CCCAGTTCAG TCTGTAGGGA GTCA AGCCAC 
1 80 1 AGACTCTTAC GTGGAGAUTG CACTGACCTG TAGGTCAGGa CCATC AGAGA 
1 85 1 GGCAAGGTTG CCCTTTCCIT TTAAAAGGCC CTGTGGTCTG GGGAGAAATC 
1 90 1 CCTCAGATCC CACTAAAGTG TCAAGGTGTG GAAGGGACCA AGCGACCAAG 
1 95 1 GATAGGCCAT CTGGGGTCTA TGCCCACATA CCCACGTTTG TTCGCTTCCT 
200 1 GAGTCTTTTC ATTGCTACCT CTAATAGTCC TGTCTCCCAC TTCCCACTCG 
205 1 TTCCCCTCCT CTTCCG AGCT GCTTTGTGGG CTCAAGGCCT GTACTC ATCG 
2101 GCAGGTGCAT GAGTATCTGT GGG AGTCCTC TAGAGAGATG AGAAGCCAGG 
2151 AGGCCTGC AC CA AATGTCAG A AGCTTGGCA TGACCTCATT CCGGCCACAT 
220 1 CATTCTGTGT CTCTGCATCC ATTTGAACAC ATTATTA AGC ACTGATAATA 
225 1 GGTAGCCTGC TGTGGGGTAT ACAGCATTGA CTCAGATATA GATCCTGAGC 
230 1 TCACAGAGTT TATAGTTAAA AAAACAAACA GAAACACAAA CAATTTGGAT 
235 1 CAAAAGGAGA AAATGATAAG TGACAAAAGC AGCACAAGGA ATTTCCCTGT 
2401 GTGGATGCTG AGCTGTGATG GCAGGCACTG GGTACCCAAG TGAAGGTTCC 
245 1 CGAGGACATG AGTCTGTAGG AGCAAGGGCA CAAACTGCAG CTGTGAGTGC 
250 1 GTGTGTGTGA TTTGGTGTAG GTAGGTCTGT TTGCCACTTG ATGGGGCCTG 
255 1 GGTTTGTTCC TGGGGCTGGA ATGCTGGGTA TGCTCTGTGA CAAGGCTACG 
2601 CTGACAATCA GTTAAACACA CCGGAGAAGA ACCATTTACA TGCACCTTAT 
265 1 ATTTCTGTGT ACACATCTAT TCTCAAAGCT AAAGGGTATG AAAGTGCCTG 
270 1 CCTTGTTTAT AGCCACTTGT GAGTAAA AAT TTTTTTGCAT TTTCACAAAT 
275 1 TATACTTTAT ATAAGGCATT CCACACCTAA GAACTAGTTT TGGGAAATGT 
280 1 AGCCCTGGGT TT A ATGTC A A ATCAAGGCAA A AG G A ATT AA ATAATGTACT 
2851 TTTGGCTAAA AAAAAAAAAA AAAAAAAAAA AAAAAAAAAA AAAAAAAAAA 
2901 AAAAA 



Fig. I (cont.) 
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Fig. 2 
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Evolutionary Neighbour-Joining Tree 
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1 MEVRPKESWN HADFVHCEDT ESVPGKPSVN ADEEVGGPQI CRVCGDKATO 
51 YHFNVMTCEG CKGFFRRAMK RNARLRCPFR KGACEITRKT RRQCQACRLR 
101 KCLESGMKKE MIMSDEAVEE RRALIKRKKS ERTGTQPLGV QGLTEEQRMM 
151 IRELMDAQMK TFDTTFSHFK NFRLPGVLSS GCELPESLQA PSREEAAKWS 
201 QVRKDLCSLK VSLQLRGEDG SVWNYKPPAD SGGKEIFSLL PHMADMSTYM 
251 FKGIISFAKV ISYFRDLPIE DQISLLKGAA FELCQLRFNT VFNAETGTWE 
301 CGRLSYCLED TAGGFQQLLL EPMLKFHYML KKLQLHEEEY VLMQAISLFS 
351 PDRPGVLQHR WDQLQEQFA ITLKSYIECN RPQPAHRFLF LKIMAMLTEL 
401 RSINAQHTQR LLRIQDIHPF ATPLMQELFG ITGS 



Fig. 4 
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Fig. 6 
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Fig. 7 (cont.) 
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Fig. 8 



# 



11/15 




Fig. 9 
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Fig. 10 
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Fig. 12 
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Fig. 13 



